DNA-based computation is one of the latest computation paradigms. Compared to conventional methods that obtain their end results via electronic processes, aDNA-based approach obtains its result from bio-chemical reactions. It is essential in this approach for all experimental processes to be performed without fault. However, some errors may occur while carrying out these bio-chemical experiments. Consequently, it is necessary to overcome their weaknesses. The aim of this study is to examine the robustness of DNA-based techniques in solving a clustering problem. In the broadest sense, robustness can be defined as being able to withstand stresses, pressures, or changes in procedure or circumstance. To examine the robustness of the approach, this research examined the impact of error or added noise on DNAbased procedure results. Comparative studies of different error sets are also provided here. Additionally, two well-known conventional clustering algorithms (Fuzzy C-means and k-means) were applied to the same error sets, to study the reliability and validity of results when comparing DNA-based clustering.
